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Elucidating the aging-control function of NLK and investigating novel therapies
for aging-related diseases.

Ishitani, Shizuka

3,400,000
NLK
NLK NLK NLK
NLK
NLK
in vitro kinase assay 3
NLK NLK NLK
NLK
NLK

In this study, we investigated the molecular function of NLK in individual
aging and aging-related diseases, as well as the therapeutic effects of NLK inhibitors on disease
and aging. First, we generated NLK-functionally modified animals and analyzed the molecular function

of NLK using these animals. We also analyzed the molecular function of NLK in polyglutamine
disease, a type of aging-related disease. In addition, we developed NLK inhibitors and mouse models
of aging-related diseases. We also identified three kinase mutations associated with rare human
diseases using the in vitro kinase assay system developed in this study.
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