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From pan-cancer proteogenomics analysis, tumor-specific antigens such as
mutated proteins or non-coding RNA-derived micropeptides have been identified and are gaining
attention as promising targets for cancer immunotherapy. In this study, our objective is to
establish a micropeptide pre-processing method and identify cancer-specific antigens derived from
micropeptides.

Using our unique measurement system, we have successfully identified over 10,000 cancer antigens
from culture cell lines and patient-derived xenograft (PDX) tissues. Furthermore, even through de
novo peptide sequencing, we have identified more than 3,000 antigens with high presentation scores.
Currently, we are focused on developing a patient-specific proteogenomics search and preparing for
the screening of highly immunogenic antigens.
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