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The NRF2 and small MAF heterodimers regulate the expression of genes
involved in the defense response to oxidative stress. In vertebrates, three small MAF proteins have
been identified, but the functional differences between these factors have not been fully analyzed.
In this study, using an own unique system, we analyzed the characteristics of the NRF2-MAFG dimer
and the functional differences between the NRF2-MAFF dimer. As a result, the sMAF C-terminal region,
which is the most diverse among sMAFs, is not essential for NRF2-mediated transcriptional
activation. Furthermore, while the NRF2-MAFF dimer can contribute to the transcriptional activation
of cytoprotective genes similarly to the NRF2-MAFG dimer, the results showed the possible

differences in their activation capabilities.
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