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Functional analysis of type Il membrane protein CKAP4 at the individual level
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CKAP4 was identified more than 25 years ago as a type Il single
transmembrane protein with a molecular weight of 63 KDa that is mainly localized in the endoplasmic
reticulum and is involved in the structural maintenance of the ER. However, there have been no
reports on CKAP4 KO mice other than ours, and functional analysis at the individual level has not
been performed at all. By using CKAP4 KO mice, we were able to clarify how the various functions of
CKAP4, which have been clarified in cultured cell-based experiments, are related to the regulation
of glucose and lipid metabolism in the individual.
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