©
2020 2022

Molecular analysis of duodenal carcinogenesis
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A total of 144 duodenal adenomas and 54 adenocarcinomas were subjected to
analysis for immunohistochemical phenotypes, mismatch repair status, and genetic alterations. It was
observed that APC mutations were frequent in adenomas but rare in adenocarcinomas, indicating that

clinically detected adenomas were generally associated with a low risk of malignant progression.
Furthermore, distinct genetic alterations were found in specific adenoma subtypes, supporting the
validity of the current morphological classification. Notably, GNAS mutations were identified as a
genetic characteristic of gastric-type adenomas and adenocarcinomas. Additionally, a high frequency
of mismatch repair deficiency was observed in adenocarcinomas, underscoring the clinical
significance of mismatch repair deficiency testing.
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