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Genetic analysis of initial and recurrent DLBCLs
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A total of 23 cases (46 samples including initial and recurrent samples)
of Diffuse large B-cell lymphoma (DLBCL) were analyzed by molecular techniques. PCR and Sanger
sequencing of immunoglobulin heavy chain gene variable region and CDR regions showed 9 cases with
same B-cell clone, 11 cases with different clones and 3 cases with undetermined origin. Gene
expression profiling (GEP) was analyzed in all samples and showed high expression genes in initial
samples and recurrent samples in all cases, respectively. GEP in 9 cases with same clone showed high

expression genes in initial samples and recurrent samples, respectively. Those genes were specific
for true recurrent samples of DLBCL. Therefore, we demonstrated important genes In recurrent DLBCL.
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(2) nCounter
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(3) FISH

MYC, BCL2, BCL6 split signal probe FISH High grade
B-cell lymphoma with MYC/BCL2/BCL6-rearrangements






