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The Hippo pathway is a signaling pathway that is evolutionarily conserved in
many animals and is important for biological activities. In this study, we conducted experiments
using Caenorhabditis elegans, a species of nematode, as a model organism with the aim of
constructing a biological model system that enables the discovery and evaluation of drugs that
regulate the Hippo pathway. We found that when C. elegans was cultured in liquid medium and genes
were suppressed by RNA interference, the morphology of the adult worms was mutated. The addition of
inhibitors also caused changes in morphology and lifespan, and the effects varied depending on the
type of gene suppressed. These results indicate that it is possible to conduct experiments to
control gene expression in C. elegans and verify the effects of drugs.
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