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Identification of metastasis-related genes using a spontaneous colorectal cancer
metastasis model.
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Since the majority of deaths from colorectal cancer are caused by metastasis
to other organs, the development of novel prevention and treatment is required. In this study, we
succeeded in developing a genetically engineered mouse model in which colorectal cancer develops and
metastasizes spontaneously to the liver at a low frequency of approximately 20%, and a mouse model
in which the frequency of liver metastasis increases approximately twofold by introducing PiggyBac
transposon into this mouse model. By analyzing these mouse models, metastasis related genes and

signaling pathways were identified.
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