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Immuno-checkpoint inhibitor (ICI) is effective lst-line therapy for melanoma

treatment. The effective ratio of melanoma patients who received ICI-therapy is quite variable,
therefore advantageous biomarker is required before ICI treatment.

We divided the melanoma patients into two groups: who are effective/responder (CR, PR, SD) or
non-responder (PD) for ICI treatment. The patients® Formalin-fixed paraffin-embedded
histopathological sections (FFPE), which were prepared at the time of first diagnosis of melanoma,
waere analysed for REV7/MAD2L2 expression by in situ hybridization (ISH). Higher MAD2L2 ISH levels
were detected in the several cases of ICI responders, despite slight or no MAD2L2 ISH expression
among all cases of ICI non-responders. A correlation with effectiveness of ICI treatment and tumor
mutational burden (TMB) accumulation was well established, thus detection of FFPE MAD2L2 levels by
ISH would be informative biomarker for prediction of effectiveness of ICI treatment.
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