©
2020 2022

BteA

Molecular mechanisms of cell death induced by BteA family proteins

Kuwae, Asaomi

3,300,000

BteA
BteA 11 B. pertussis
i
i 1l Bscl
Bcrd

i
11
1l BteA
11
Ber4

Bscl

We analyzed the function of BteA secreted from type Ill secretion system in

Bordetella pertussis. We also analyzed the activation mechanism of the B. pertussis type 11l
secretion system. Our results suggest that B. pertussis sense the environmental oxidation/reduction
situation and suppress the type Ill secretion system when the medium includes a reducing agent, e.g.
ascorbic acid. The type Il secretion system is composed of needle structure and basement that
located in both inner and outer membrane of Bordetella. Our results suggest that Bordetella Bcr4
protein is necessary for the stability of Bscl, which is one of the component of the type 111
secretion system basement structure.
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