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Analyzing the mechanism of bacterial translocation of Pseudomonas aeruginosa via
the intestinal tract
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We previously identified genes involved in the penetration activity via the

Caco-2 cell monolayers of Pseudomonas aeruginosa (P. aeruginosa); among these, we focused on the
fruK gene. In a penetration assay using Caco-2 cell monolayers, the fruK mutant showed reduced
penetration activity compared to the wild-type strain, whereas the fruK gene complementation strain
recovered its penetration activity. Motility is a known virulence factor of P. aeruginosa; hence, a
motility assay was performed, which showed no significant difference between the wild-type and fruK
mutant strains. However, RNA sequencing analysis revealed differences in gene expression between the
wild-type strain and fruK mutants. Additionally, an operon including the fruK gene was suggested be
involved in the penetration activity via the Caco-2 cell monolayers of P. aeruginosa.
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