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Functions of the fibronectin-binding proteins and pili from Clostridium
perfringens
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i Clostridium perfringens cells bind to the human fibronectin ana molecules.
Autolysin (acp), an autolysing enzyme of this bacterium, has Fn-binding activity, and the

complementation experiments of the acp gene have revealed that it is the Fn receptor of Clostridium
perfringens. glyceraldehyde-3-phosphate dehydrogenase (GAPDH) was also shown to bind Fn and
plasminogen. Other Fn-binding proteins, FbpC and FbpD, were shown not to be involved in Welsh Fn
binding. However, FbpD was suggested to have peptidoglycan-degrading activity. As for the pili, the

process of lineage formation by its compotent proteins, CppA and CppB, and the sortase C that links
them, is schematically shown.
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