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Analysis of molecular mechanisms of CCHFV cell entry and the pathogenicity
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Crimean-Congo hemorrhagic fever virus (CCHFV) is a_tick-borne virus, which
causes a severe infectious disease In human. The detailed molecular mechanisms of viral replication
and pathogenicity as well as the difference between virus strains are still largely unknown.

In this study, we successfully produced pseudotyped virus bearing glycoproteins of multiple CCHFV
strains and developed a quantitative assay for membrane fusion. These experimental tools can be
useful for detailed and comparative analyses of CCHFV cell entry steps.

Moreover, using the newly-developed assays, pan-nairovirus fusion inhibitors were identified among
FDA-approved drugs. Different sensitivities to neutralizing antibodies and external stimulus between
viruses were also demonstrated. We expect that these results will contribute to development of
antiviral therapy and disinfection method for CCHFV.
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