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Study of intestinal tumor based on the interaction of cellular diversity with
tumor microenvironment

SAKAHARA, Mizuho
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Cell diversity and tumor microenvironment is considered to be the causes of
treatment-resistant in colorectal cancer. To investigate the functional interaction of RAS mutation
with cellular diversity, we performed single-cell RNA sequencing (scRNA-seq) analysis using
genetically modified mice and their organoid. Through scRNA-seq analysis, we found that tumor cells
with Kras mutation secreted humoral factor with or without alteration of cellular diversity. We
focused on humoral factor which is reported to be associated with recruitment of immune cells in
tumor microenvironment. Using pharmacological intervention, we found that humoral factor plays an
important role in the interaction of tumor cells with immune cells in Apc/Kras intestinal tumor
mice.

These observations suggest that cellular diversity is induced by Kras mutation modulate the immune
microenvironment in intestinal tumor.
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