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Elucidation of therapeutic_resistance mechanisms associated with
microenvironmental alteration using organoid and single cell analysis of
colorectal cancer liver metastases
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Organoid of colon cancer liver metastases has not yet been established. We
have prepared cDNA libraries for scRNA-seq of more than 100 cases of gastrointestinal cancers
including colorectal cancers. For colorectal cancer, we clarified heterogeneity of various immune
cells and fibroblasts, performed pseudotime analysis to understand the flow of differentiation of
the obtained subpopulations. We also analyzed cell-cell interactions. We clarified changes in the
immune microenvironment during colorectal carcinogenesis. Furthermore, we analyzed the effects of
preoperative chemotherapy for the microenvironment of esophageal squamous cell carcinoma.
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