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Research to apply the TP53 signature to cancer types other than breast cancer
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Using TP53 gene mutation and prognostic data from 1795 cases of 9 cancer
types, we examined the association between TP53 gene mutation and prognosis, and found that the
prognostic significance of TP53 gene mutation differed among cancer types. Therefore, gene
expression data were obtained for 8173 cases of 21 cancer types, and the effects of TP53 signature
on gene expression in the p53 pathway were examined. The cancers were classified into two groups
based mainly on differences in the expression profiles of cell cycle-related genes.

The association between TP53 sig and expression levels of gene repair-related and immune-related
genes in 73 breast cancers showed significant expression differences between the TP53 mutant and
wild-type groups for many genes.
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