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A molecular epidemiological study of antimicrobial resistance in bacteria
isolated in a prefectural area by using a One Health approach

Kawaguchi, Tatsuya
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Antimicrobial resistance (AMR) has become a global health theat. The
national action plan on AMR encourages implementation of regional infection control measures based
on a network system. The aim of this study is to clarify the molecular epidemiological features of
antimicrobial resistant bacteria in the Kumamoto area under the cooperation of Kumamoto
Healthcare-associated Infection Prevention and Control Network. First, there was the trend toward an

increase in community-acquired MRSA with the dominant clones with the POT1-106 genotype. Second,
low isolation rates (<1%) lasted during the period of survey on carbapenem-resistant
Enterobacteriaceae (CRE), and a quarter of CRE isolates examined so far harbored carbapenemases.
Finally, we found that locally-grown poultry carried ESBL-producing E.coli (dominance of CTX-M type)
at varying levels (average, 40%) depend on individual farms. These results would support our
one-health approach for regional infection prevention and control.
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