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Elucidation of true ecology (biological polymorphism) of H. pylori persistently
colonized in the stomach and its associated disorders

Takeuchi, Hiroaki
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H. pylori has a highly genetic diversity and causes a lot of disorders
including extra-gastric diseases. Treatment with antibiotics is performed by susceptibility test
with an isolate/patient. The eradication failure is increasing due to probably the characteristics
of H. pylori persistently infects in stomach with biological polymorphism. We investigated the
biological polymorphism by susceptibility test with 4 drugs and multiple isolates/patient.
Co-existence of sensitive and resistance isolates in stomach of 42 patients was found in 12%, 10%,
33% and 31% in CAM, AMPC, MNZ and STFX, respectively. The ratio of co-existence of at least 1 of 4
drugs is 64% and higher in cancer than non-cancer groups, resulting in biological polymorphism. In
co-existence patients, CAM- and AMPC-resistant isolates dominantly appeared in antrum and body,
respectively. We discovered 2 amino acid mutations in PBP1A related with high-level AMPC resistant.
Phages altered the characteristics of host cell.
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