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Mitochondrial dysfunction by loss of CHCHD8
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Mitochondrial dysfunction is a hallmark of Parkinson®s disease. To gain
insight into the molecular pathogenesis of Parkinson®s disease, we analyzed CHCHD8, which has been
identified as a factor associated with the Parkinson®s disease causative gene product CHCHD2.
CHCHD8-deficient human neuroblastoma SH-SY5Y showed significantly reduced respiratory chain complex
IV activity. Based on decreased mitochondrial copper content and other factors, it was suggested
that CHCHD8 is involved in the process of Cu delivery to the CuB center of the MTCOl subunit.
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