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Amon? a total of 354 ESBL (extended-spectrum 3 -lactamase) CTX-M
gene-positive Escherichia coli strains from diarrheal children in Kagoshima (2001-2009), 41 strains
(11.6%) of biofilm-producing AggR-positive enteroaggregative E. coli and 43 strains (12.1%) of
invasive K1 capsular gene-positive strains were detected. Furthermore, among a total of 143
biofilm-producing atypical EAEC without AggR (2011-2019), nine strains (6.3%) of ESBL CTX-M
gene-positive E. coli and one strains (0.7%) of plasmid-borne AmpC (3 -lactamase gene-positive E.
coli were detected, of which one strain (11.1%) possessed the K1 capsular gene.
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