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Examination of novel prognostic markers related to spontaneous regression and
differentiation of neuroblastoma

lehara, Tomoko
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Using neuroblastoma patient sera, we found four miRNA candidates that were
predominantly expressed at low risk. In a neuroblastoma cell line differentiation model using
retinoic acid, we confirmed the presence of this candidate miRNA in the culture supernatant and
exosomes. When candidate miRNA mimic and miRNA inhibitor were introduced into neuroblastoma cell
lines, morphological changes such as differentiation and proliferation of neuroblastoma cells were
not observed. As an indicator of differentiation, neurofilament was measured and transfection of one

of the candidates increased neurofilament and repression decreased it, suggesting that this X-miRNA
may be related in induction of differentiation.
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