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Analysis of hematopoietic regulation in congenital anemia via phosphorylation of
ribosomal proteins
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Diamond-Blackfan anemia §DBA) is characterized by mutations in the ribosomal
protein (RP) gene, observed in approximately half of the patients. The ribosomal protein S19
(RPS19) gene, in particular, exhibits the highest mutation frequency (~25%), with a mutational
hotspot 1dentified between amino acid residues 52 and 62. Nevertheless, the precise reason why
mutations in the ubiquitously expressed RPS19 gene specifically impact erythropoiesis remains
unclear. In a previous study, we demonstrated iIn vitro that the 59th serine residue (Ser59) of RPS19
undergoes phosphorylation mediated by the PIM1 kinase. Therefore, we employed zebrafish as a model
organism to investigate the influence of RPS19 phosphorylation on erythropoiesis within the context
of ribosomal composition.
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