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Research to secure resources for sapoviruses and to elucidate the mechanism of
growth of gastrointestinal infections
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i _We have succeeded in establishing for the first time an efficient growth
system for sapoviruses in human feces using human duodenum-derived cells (HuTu80). In total, virus

stocks of 15 genotype strains were obtained. The propagation of diverse genotype strains and their
large scale preparation, as well as the preparation of specific antisera, have achieved the
objective of this research project to secure bioresources to advance human sapovirus research.

We have also conducted genome-wide knockout screening using multiple sapovirus strains and HuTu80

cells with CRISPR/Cas9 to identify candidate cellular factors that may serve as receptors involved
in sapovirus infection.
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