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The mechanism of higher abundance of streptococcus induces duodenal hyper
permeability.
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In this present study, we firstly clarify the relationship between upper
gastrointestinal symptoms in FD and the characteristics of the gastrointestinal mucosa-associated
microbiota (MAM), from the oral cavity to the descending portion of duodenum by using 16S-rRNA V3-V4

gene sequences and some questionnaires.

Streptococcus is a bacterium strongly correlated with upper gastrointestinal symptoms in FD.
Duodenal dysbiosis and its potential impact on the gut must also be considered and associated with
oral gut microbiota.
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