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Elucidation of the mechanism of CD8+ T cell exhaustion in lung cancer
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Analysis of tumor infiltrating lymphocytes (TILs) from non-small cell lung
cancer (NSCLC) specimens revealed that T-bet and Eomes are important for the activation of
CD8-positive T cells. On the other hand, ATAC-seq and RNA-seq of NSCLC TILs revealed that the
expression of transcription factors TOX1 and TOX2 was significantly higher in exhausted CD8-positive

T cells than in naive CD8-positive T cells. Furthermore, scRNA-seq open data of lung cancer TILs
showed that when CD8-positive T cells were exhausted, the expression of T-bet and EOMES was
decreased and that of transcription factors TOX1 and TOX2 was increased significantly. These data
suggested four representative transcription factors whose expression is significantly altered when
CD8-positive T cells are activated or exhausted in human lung cancer.
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