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Significance of LGR6 expression induced by Wnt pathway activation in lung cancer
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We identified LGR6-related pathways and genes by mRNA sequencing analysis
comparing the transcripts of CTNNB1-mutated non-small cell lung cancer (NSCLC) HCC15 and A427 cells
with or without LGR6 knockdown. These genes include those that confer tumor progression and cancer
cell stemness. In A427 cells, which exhibit biphasic growth pattern with sphere-forming and adherent

cell components, LGR6 was highly expressed in the spheroids. mRNA sequencing analysis comparing the
expression profiles of sphere-forming and adherent A427 cells uncovered several genes that have
been associated with cancer cell stemness. Pathway analysis revealed that the common canonical
pathway regulated by LGR6 in CTNNBl-mutated NSCLC cells and in sphere-forming A427 cells was "
Pulmonary Fibrosis Idiopathic Signaling Pathway". These results highlight the therapeutic and
prognostic significance of LGR6, potentially leading to the development of novel treatment
strategies and biomarkers for lung cancer.
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