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Assessement of relationship between gut dysbyosis and pathogenesis of pulmonary
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Nobuhiro, Tanabe

3,300,000

(CTEPH)
CTEPH

The impact of gut dysbiosis on the development of pulmonary hypertension was

investigated in this project. In a study of a pulmonary hypertension animal model, we found that
modifying altered gut microbiota using antibiotics could suppress the development of pulmonary
vascular remodeling and pulmonary arterial hypertension, suggesting the causal role of gut dysbiosis
for pulmonary hypertension. In a clinical study analyzing the gut microbiota of patients with
chronic thromboembolic pulmonary hypertension (CTEPH), the presence of gut dysbiosis in CTEPH
patients has also cleared. In CTEPH patients, the serum levels of endotoxin derived from gut
microbiome and inflammatory cytokines are higher. And the endotoxin and cytokines were correlated
with each other. This result suggests that gut dysbiosis might be associated with the translocation
of toxic agents to the systemic circulation and might induce inflammation leading to the
pathogenesis of CTEPH.
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