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The molecular mechanism of skeletal muscle atrophy by analyzing chromatin
structure in skeletal muscle
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We have measured skeletal muscle weight (slow-twitch soleus and fast-twitch
extensor digitorum longus) in control and vitamin D receptor knockout (Vdr KO) mice, and found
skeletal muscle weight decreased significantly in Vdr KO mice compared to control mice at the age of
3 months. Next, we performed RNAseq in the mice skeletal muscles to analyze mRNA expression
comprehensively. Also, we examined RNAseq in the skeletal muscles of 5/6 nephrectomized mice in a
similar way as Vdr KO mice. Differentially expressed genes (DEGs) were found in both RNAseq data and
the common genes of the DEGs were identified.We are examining how these genes were regulated,
especially by transcription factors.
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