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Study for the regulation of exit from quiescent self-renewing programs in human
hematopoietic stem cells by chromatin looping factor, CTCF
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Verification of the difference between long-term hematopoietic stem cells
(HSC) and short-term hematopoietic stem cells immediately after losing self-renewal ability is
important for elucidating the mechanism of self-renewal ability. In this study, we clarified the
following points.(1) From analysis by HiC/ATAC/RNA sequencing, we identified chromatin loops to
which CTCF binds and the genes involved in the transition from quiescent to active phases of human
hematopoietic stem cells.(2) Most of these chromatin loops repress transcription, and contain genes
related to cell cycle, metabolism, interferon signaling, etc.(3) Focusing on these genes, we
obtained results that stemness is maintained by IFN-independent interferon signals.
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