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DIS3 deletions/mutations are frequently observed in ﬁatients with multiple
myeloma; however, the physiological functions of DIS3 in hematopoiesis and the pathological
significance of DIS3 deficiency remain poorly understood. In this study, we generated hematopoietic
cell-specific Dis3 knockout mice and found that Dis3 is indispensable for hematopoiesis. On the
other hand, late B cell-specific Dis3 knockout mice did not develop plasma cell neoplasm, suggesting
that DIS3 deficiency is not sufficient for development of multiple myeloma.
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