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Bacillus cereus isolated from bloodstream infections (BSI) at several
hospitals in Japan, includes a variety of ST types other than the presumed high-risk clone ST1420.
Although isolates belonging to Cereuslll in cladel, which are closely related to B. anthracis, are
relatively observed more often in BSI cases, no significant correlation was found between specific
strain types and BSI. However, among cases where B. cereus was isolated from blood specimens, there
were cases with a high possibility of contamination at the time of sampling, as well as cases
clearly manifesting as severe BSI leading to fatal acute B. cereus infections. It became evident
that distinguishing between these clinical conditions is necessary.
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