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Risk stratification of unfavorable neuroblastoma using telomere biology
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TERT-PR (promoter region) rearrangement was examined in cultured cells
from clinical neuroblastoma samples. TERT-PR rearrangement was observed in 2 of 11 MYCN
non-amplified cases. The expression levels of TERT mRNA in each case were measured: 4513 and 5359
copies/GAPDH in the TERT-PR rearrangement-positive group and 0-139.5 copies/GAPDH (mean 53.6) in the

TERT-PR rearrangement-negative group. The TERT expression level was clearly amplified in the
TERT-PR rearrangement-negative group. Both patients had a poor prognosis due to lack of response to
treatment. While, FISH could be detected in the same way in FFPE.
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