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Development of therapeutic methods of preserving regulatory B-cell function for
antibody-mediated rejection.
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We analyzed the relationship between T-cell rejection (TCMR) and de novo
donor-specific anti-HLA antibody (dnDSA) production and eplet mismatch (EpMM) in liver transplant
recipients. We found that HLA-DQB1 EpMM count of 7 or higher was associated with an increased risk
factor for TCMR, and an HLA-DQB1 EpMM count of 9 or higher was associated with an increased risk for

dnDSA.

SNPs analysis of CXCR5 and CTLA-4 involved in follicular T cell (Tfh) differentiation in kidney
transplant recipients revealed that both genotypes with increased Tfh cells are at increased risk
for dnDSA production.
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