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Elucidation of the molecular mechanisms responsible for IPMNs progression
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We conducted a precise pathological mapping and multiregional sequencing
analysis on a surgically resected pancreas to identify characteristics of IPMN that may lead to
invasive cancer. We marked the specimens into different components with varying histological grades
and epithelial subtypes. Each region, including microscopic lesions in the normal-looking pancreas,
underwent targeted sequencing, enabling us to estimate clonal relatedness and spatial distribution
in each area using minimal mutation markers. Our goal is to investigate the mechanisms behind
malignant transformation by increasing the histological grade of neoplastic lesions and performing
spatial expression analysis to identify any factors that cannot be explained by a few driver
mutations.
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