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Colorectal cancer (CRC) exhibits either microsatellite instability (MSI) or
chromosomal instability (CIN), with the latter typically being microsatellite stable (Mssg. The
purpose of this study was to identify novel cancer-associated genes whose expression is
downregulated due to chromosomal deletions particularly in MSS/CIN CRC and to analyze their
clinicopathological significance and functions. Based on comprehensive screening conducted on gene
expression and copy number analysis datasets of adenomas, CRCs, and CRC cell lines, we identified a
set of candidate genes. These genes were found to be downregulated in association with
chromosomal-level deletions as cancer progressed, and this downregulation was related to poor
prognosis. However, siRNA-mediated silencing using CRC cell lines demonstrated no clear functional
significance.
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SH2D4A downregulation due to loss of chromosome 8p is associated with poor prognosis and low T 2021
cell infiltration in colorectal cancer
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