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HDAC7 plays an important role in acquisition of malignant feature of glioma,
shuffling between nucleus and cytoplasm. We first speculate that HDAC7 localize in mitochondria,
but the result is that HDAC7 does not localize in mitochondria, but in the other compartment of
cytoplasm. Also, we have identified that HDAC7 binds with glycolysis pathway related proteins.
Accordingly, we demonstrated that HDAC7 knockdown in U251 cell decrease the glucose intake.
Therefore, our results suggest that HDAC7 functions in regulating glycolysis pathway in glioma cells

and tissues.
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