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Elucidation of Tumor Immune Evasion Mechanisms in Prostate Cancer by
Hyaluronan-degrading enzyme

Tobisawa, Yuki
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Cancer continues to affect an increasing number of people, and while
research on cancer proliferation mechanisms and malignancy processes has progressed, many aspects
remain unresolved. This study focuses on the metabolism of hyaluronic acid, a functional
glycosaminoglycan abundantly present in the extracellular matrix, to examine its correlation with
cancer malignancy mechanisms. We identified that the newly discovered transmembrane hyaluronidase
TMEM2 independently degrades hyaluronic acid. Moreover, it was suggested that inhibition of this
enzyme’ s activity could lead to the malignancy of urological cancers. These findings indicate that
the metabolism of hyaluronic acid in the tumor microenvironment may be crucial for cancer survival

and malignancy.
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