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Development a method to predict preeclampsia using maternal plasma DNA/RNA
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The purpose of this study was to develop a prediction method for the
development of preeclampsia(PE) at 11-13 weeks gestation. We extracted DNA from surplus villus
tissue collected as chorionic villus sampling and attemped to reveal genes that differ in the
methylation status of placental DNA between normal pregnancies and cases that later develop PE. We
identified 841 genes whose promoter regions were hypermethylated in early trophoblasts that later
developed PE. Gene ontology analysis of these genes revealed that they were associated with cellular

stress response, cell differentiation, and immune system development. The results indicate that
pregnant women who later develop PE may have decreased expression of genes associated with cellular
stress response, cell differentiation, and immune system development in trophoblastic cells at 11-13
weeks gestation.
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