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Prophylactic neck dissection for oral cancer based on liquid biopsy

Suzuki, Motoyuki
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DNA targeting sequencing was performed on 27 cases of tongue cancer in which
DNA was extracted and fragmented from primary tumors and blood. 23 (85%) of the cases had target
gene mutations. A significant correlation between Stage and ctDNA copy number was observed (p<0
001). A strong correlation was also observed between DOl of the primary tumor and ctDNA. There were
three cases in which the mutation remained in the plasma around 1 week postoperatively, and two of
them subsequently recurred. Furthermore, ctDNA at the time of recurrence was detected in all but one

case.
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