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Metabolic regulation of human brown adipose tissues by Opsin3 in
light-independent manner
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To analyze the role of light-independent Opsin3 functions in human brown
adipose tissues, Opsin3 knock-out human brown adipocytes were established. Opsin3 regulated
mitochondrial uncoupling protein-1 (UCP1l) expression and Glutl-mediated glucose intake in
light-independent manner. RNA-sequencing analysis identified that Opsin3 regulated various metabolic

signaling to induce brown adipocytes function in energy expenditure.
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