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Mechanisms_of bone exposure of jaw associated with chemotherapy-induced oral
mucositis in oral cancer
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The role of interactions between gingival fibroblasts and cancer-associated
fibroblasts in the tumor microenvironment in bone exposure in oral mucositis was investigated.
TGF-beta signals were suggested to play an important role in inducing fibroblasts to become
cancer-associated fibroblasts. In an oral mucositis model, expression of COX-2, VEGF, and MMP-1 and
9 mRNA were upregulated in gingival fibroblasts compared to gingival fibroblasts. The cDNA
microarray of this condition showed that three chemokines were among the top 10 expressed genes.
This study suggests that gingival fibroblasts in the oral mucosa and tumor microenvironment play an
important role in the mechanism causing severe oral mucositis and bone exposure.
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