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Epigenetic alterations of pancreas induced by oral bacterial endotoxin
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The purpose of this study was to identify pancreatic disease-related genes
induced by endotoxin (Lipopolysaccharide; LPS) derived from periodontal pathogen, Porphyromonas
gingivalis (P.g). P.g-LPS was administered to mice for 30 days. A comprehensive DNA microarray
analysis of gene expression showed that the pancreatic cancer-related gene Regenerating
islet-derived protein 3G (Reg3G) ranked high. As a result of immunostaining with Reg3G and Reg3A,
which is homologous to Reg3G, Reg3A/G positive reaction was observed in pancreatic islets of
Langerhans.

These results indicate that the gene expression of Reg3A/G was increased by the stimulation of P.
g-LPS, suggesting that it might be involved in the development and progression of pancreatic cancer.
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