©
2020 2022

LAMP

Identification of Patogenic Bacteria in Aspiration Pneumonia by LAMP Method
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A purpose of this study is to establish the method detecting and identifying
the species of the genus Prevotellla, one of the causative bacteria of aspiration pneumonia, and
the species of the genus Porphyromonas, one of the pathogenic bacteria of oral disease such as
periodontitis using the LAMP method. Thus, we focused on porK gene among the gene clusters which
encoded Type IX secretion system and designed the species-specific LAMP primers for 5 species among
the bacteria belonging to the genus Prevotella and the genus Porphyromonas. The LAMP method with
those primers showed species-specific positive reactions when using purified genomic DNA of each
bacterial species as the template. Thus, it was suggested that the LAMP method based on porK genes
among the genus Prevotella and the ?enus Porphyromonas would be available for the in-vitro detection
and identification of the bacterial species from those genera.
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