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Although there is continued progress in the analysis of the main bacterial
components that make up periodontal pocket plaque, most bacterial components have not been analyzed
until now. Therefore, the purpose of this research is to use next-generation sequencers (NGS) to
investigate the bacteria involved in periodontal disease which have previously been difficult to
analyze. The target population is adults with advanced periodontal disease and those with advanced
periodontal disease due to Down syndrome. This study will reveal the previously unexplored bacterial

composition of plaque in patients with Down syndrome
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