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Association of dru?—resistant bacteria between human and vegetable or wild deer
based on a One Health approach
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The purpose of this study was to clarify the Brevalence of drug-resistant
bacteria and relationship between human and vegetable or wild animal based on a One Health approach.
Gram-negative bacteria resistant to 3rd-generation cephalosporin (3GC) were isolated from
vegetables and wild deer in different habitats. Most of these resistant bacteria had CTX-M 3
-lactamase genes. Prevalence of wild deer differed by habiting regions. Genomic types also differed
from habiting regions and from types isolated from humans. This study was suggested that 3GC
resistance bacteria from wild deer have a region-specific genome type and were not clearly
associated between human and wild deer.
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