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Mﬁ!?gular epidemiology and immunology of sapovirus infection in infants and
children
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A variety of viruses are known to cause acute gastroenteritis (AGE) in
infants and children. In Japan, rotavirus vaccination has been implemented since 2011, and then
numbers of rotavirus-induced AGE gradually decreased. Hereafter, the sapovirus-induced AGE seems to
increase, therefore, molecular epidemiology and characterization of sapovirus (SaV) genotypes were
studied. The prevalence of SaV infection has changed year by year, and was average 5.2%. The
predominant genotype was Gl.1 and other seven genotypes were detected. In the infected children,
genotype-specific immunity was elicited, however, age-dependent antibody titers in the sera were not

observed in the healthy subjects using the virus-like particles of SaV. The infants were given
passive immunity against SaV from their mothers.

Numbers of collected stool samples in the AGE children and of SaV-positive samples decreased
during the COVID-19 epidemic, and the numbers of them increased in the following year.
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