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This study was aimed to clarify protective factors for increased risk of
all-cause mortality among HTLV-1 carriers in cohort studies. The participants were 7,105 men and
women, and an HTLV-1 positivity rate of 6.5%. The hazard ratio for all-cause death with HTLV-1 was
1.10 (0.75-1.61), which was not increased. On the other hand, the hazard ratio was 0.90 (0.57-1.41)
in those with high broccoli intake and 2.39 (1.18-4.84) in those with low broccoli intake, and the
interaction was also significant. There was no association with other environmental factors or host
factors. The change in the risk of all-cause mortality associated with broccoli intake may be due to

random error, but it is also suggested that the intake of anti-inflammatory foods may be associated
with the risk of all-cause mortality for HTLV-1 positivity.
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