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Experiments were conducted to determine which regions of the most
challenging hard tissue samples for DNA analysis exhibit both good DNA preservation and high DNA
recovery. DNA extraction was performed from a total of 16 sites from three individuals, and the
samples were categorized into four groups: phalangeal and toe bones, long bones including the femur,

tooth, and others. The STR typing success rate and DNA recovery were compared among these four
groups. The findings consistently indicated a prominent pattern of high STR typing success rates and
DNA recovery in phalangeal and toe bones. Therefore, it was suggested that phalangeal and toe
bones, which demonstrate stable STR typing success rates and high DNA recovery, can serve as samples
with good preservation and high DNA recovery in the field of forensic medicine.
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( (
Average  100.0 99.5 99.1 93.5 93.2 91.7 91.0 86.4 76.8 74.3 64.5 55.6 53.7 38.0 30.0 14.4
N 1 3 3 3 2 3 4 3 3 3 3 3 3 3 3 3
Min 100.0 98.5 97.2 80.6 86.4 75.0 68.2 60.6 318 69.4 45 18.2 15 3.0 136 0.0
Max 100.0 100.0 100.0 100.0 100.0 100.0 100.0 100.0 100.0 81.3 100.0 100.0 100.0 58.3 56.9 22.2
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Figure 4
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