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Does the obesity affect the relationship between serum haptoglobin and
cholesterol levels?
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Haptoglobin (HP) has genetic polymorphisms that affect its blood levels in
addition to fluctuations in concentration due to hemolysis or disease. We examined whether obesity
(BMI value) affects the relationship between blood HP and cholesterol levels in a Japanese
population, as observed in previous study, and finally to understand the role of HP in cholesterol
metabolism and the effect of obesity in this study. First of all, we aimed to establish methods both

for HP quantification and genotyping of polymorphisms suitable for a large number of small-volume
samples. We were able to develop a method for simultaneous determination of two key polymorphisms,
while the protein quantification method is still under investigation. We plan to achieve our goal by
using these methods.
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