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Digging up athletes affected by familial acromegaly. - Interdisciplinary
approach towards the identification of a new generesponsible genegene
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Molecular biologic analysis of genomic DNA in a rare genetic disease enables

us to identify a responsible gene, and its molecular mechanism. Study of familial acromegaly we
attempted to conduct is capable of identifying a gene responsible for increasing certain athletic
ability/function. In the world, however, prejudice still exists against genetic diseases that will
give an unreasonable disadvantage in the contract of a professional athlete. This situation resulted
in refusal of donating blood sample in some family members. One member who is over 85 years of age,
understood importance of this study and donated blood sample. He certainly agreed to our opinion
that understanding molecular mechanism enhancing athletic function will contribute to the world. In
the future, where prejudices_is largely broken down, and unreasonable disadvantages in the contract
disappears, someone can continue this study.
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